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Strain: CCUG 57046   Corynebacterium pyruviciproducens sp. nov.; Strain: 07-1773C Acc.no:FJ185225   
Reference Seq Similarity:  100 %;        
 
DNA sequence description:   16S rRNA gene partial sequence 
        Sequencing Primer(s):  16R518 
 
DNA sequence length:    422 nucleotide positions; positions nr: 27 – 453 (E. coli 16S rRNA gene sequence numbering) 
 
*FASTA Identification 1:  Corynebacterium lipophiloflavum; Acc.no: Y09045; Strain: DMMZ 1944-T = CCUG 37336-T 
           Similarity 1:  93.4 % 
 
 
 
Sequence (5’ -> 3’): 
 
GATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCTCAGCTTGCTGGGGTGCTCGAGTGGCGAACGGGTGAGTAACACGTAGGTGA 
TCTGCCTTTCACTTCGGGATAAGCTTGGGAAACTGGGTCTAATACCGGATATTCACTATGCCGTGGTTGGTGTGGTGGAAAGCTTTTGCGGTGGGAGATG 
AGCTTGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGGCGACGGGTAGCCGGCCTGAGAGGGTGTGCGGCCACATTGGGACTGAGATAC 
GGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGTGTGGGGGATGAAGGCCTTCGGGTTGTA 
AACTCCTTTCGTCAGGGACGAA 
 
*EMBL Database release nr. 96 (Sept. 2008). 


